Background {#Sec1}
==========

Bloodstream infections, acquired in clinics are major cause of mortality in severe disease patients. More attention has been recently paied to bloodstream infections because of the severe effects on health, longer hospital stays, expensive hospitalization costs, and an increase in mortality. In 2013, the incidence of severe sepsis in the United States was approximately 300 cases per 100,000 people associated with a mortality of 20--30% and an expenditure of about \$14 billion/year \[[@CR1]\].

Importantly, the mortality of bacteremia is directly correlated to the first adequate anti-infectious therapy. In a study on patients of intensive care units (ICU) in Japan,the initiation of an appropriate empirical antimicrobial treatment was associated with a lower 60-day mortality than that of an inappropriate therapy \[[@CR2]\]. The selection of an empirical antimicrobial drug therapy should be based on clinical and epidemiological data. Hence, it is important for the clinical treatment of infections to have the information derived from epidemiological data, which differ in scope and focus, i.e., data collected from around the world, different regions,countries, provinces, and hospitals.

The Tigecycline Evaluation and Surveillance Trial (T.E.S.T.), which was initiated in 2004, is a global surveillance study focused on monitoring antimicrobial resistance worldwide. In this study, we report on the antimicrobial susceptibility of Gram-positive bacteria and Gram-negative bacteria isolated from blood specimen collected from around the world between 2012 and 2016.

Methods {#Sec2}
=======

Isolate collection {#Sec3}
------------------

Each participating center was required to contribute at least 135 Gram-negative and 65 Gram-positive isolates per study year (Species and number of isolates: *Klebsiella* spp.*,*25; *Escherichia coli*, 25;*Enterobacter* spp., 25; *Pseudomonas aeruginosa*, 20; *Acinetobacter* spp., 15;*Haemophilus influenzae*, 15; and *Serratia* spp., 10; *Staphylococcus aureus*, 25; *Enterococcus* spp.,15;*Streptococcus pneumoniae,*15; and *Streptococcus agalactiae,*10). Isolates were collected from patients with an infectious disease and identified as the causative agent according to laboratory criteria. One isolate per patient was accepted. All body sites were acceptable for sample collection but the use of urine was limited to not more than 25% of all samples. Stored or duplicate isolates were not acceptable.

Antimicrobial susceptibility testing {#Sec4}
------------------------------------

Participating centers determined the minimum inhibitory concentrations(MICs) with the broth microdilution assay \[[@CR3]\] using MicroScan® panels (Dade MicroScan Inc.,West Sacramento,CA,USA) according to the manufacturer's instructions. To determine the susceptibility to antimicrobial agents, breakpoints from the Clinical and Laboratory Standards Institute (CLSI) guidelines \[[@CR4]\] were used as interpretative standards except for the tigecycline breakpoints, which were obtained from the US Food and Drug Administration(FDA) \[[@CR5]\]. The penicillin oral breakpoints (susceptible, ≤0.06 mg/L; resistant,≥2 mg/L) were used for *S. pneumoniae.*Breakpoint were not available for tigecycline against *Acinetobacter baumannii*. Methicillin-resistant *S.aureus*(MRSA) and extended-spectrum β-lactamase(ESBL)-producing *E.coli* and *Klebsiella spp*. were identified by the centers according to the CLSI guidelines \[[@CR4]\].

The antimicrobials used in this study were listed in Tables [3](#Tab3){ref-type="table"} and 4. There were an additional four antimicrobials (azithromycin, clarithromycin, erythromycin and clindamycin) included in the panel for testing *S.pneumoniae*.

Quality control {#Sec5}
---------------

The reference laboratory, International Health Management Associates(IHMA, Schaumburg, IL, USA), was responsible for the coordination of isolate collection, transport, and backup, as well as the administration of a database. Approximately 10--15% of the isolates were randomly selected each year by IHMA to verify isolate identity and MICs.

Results {#Sec6}
=======

Isolate collection {#Sec7}
------------------

Between 2012 and 2016, 27,857 isolates, including 17,237 Gram-negative (61.9%) and 10,620(38.1%) Gram-positive isolates, were recovered from globally collected blood samples. The major Gram-negative bacteria were *E. Coli*(*n* = 5352;19.2%), *K.pneumoniae*(*n* = 3154;11.3%),*E. cloacae*(*n* = 1824;6.6%), *P .aeruginosa*(*n* = 1739;6.2%), *S.marcescens*(*n* = 1024;3.7%) and *A.baumannii*(n=749;2.7%). *S.aureus*(*n* = 3324;11.9%), *S.pneumoniae*(*n* = 1983;7.1%), *E.feacalis*(*n* = 1527;5.5%), *E.faecium*(*n* = 1000;3.6%) and *S.agalactiae*(*n* = 982;3.5%), were the dominating Gram-positive bacteria.

Europe and North America were the regions with the most participating centers and, therefore,contributed more isolates than the other regions. There were 132 and 54 participating centers collecting 17,456(62.7%) and 6785(24.3%) isolates in Europe and North America,respectively (Table [1](#Tab1){ref-type="table"}). From all patients, 71.5% of the subjects were from non-ICUs and, 70.1% received in-patient treatment. The proportion of subjects of 61-80 years of age was 49.1% (Table [2](#Tab2){ref-type="table"}).Table 1Participating centers and collected isolate per world regionRegion^a^Number of CentersPercent of centers (%)Number of isolatesPercent of isolates (%)Africa83.43751.4Asia2912.119897.1Europe13255.217,45662.7North America5422.6678524.3LatinAmerica166.712524.5Total23910027,857100^a^Africa:= Egypt, Morocco, South Africa, Tunisia; Asia: =China, Kuwait, Hong Kong, India, Japan, Jordan, Saudi Arabia, South Korea, Malaysia, Pakistan, Philippines, Singapore, Taiwan, Thailand, Vietnam; Europe:=Austria, Belgium, Croatia, Czech Republic, Denmark, Finland, France, Germany, Greece, Hungary, Ireland, Italy, Lithuania, Latvia, Netherlands, Poland, Portugal, Romania, Serbia, Spain, Sweden, Switzerland, United Kingdom; Latin America: = Argentina, Brazil, Chile, Colombia, Mexico, Panama, Guatemala,Venezuela; North American: =Canada, United StatesTable 2Distribution of patients according to location and ageDemographic parameterNumber of patientsPercent of patients(%)Patient location ICU^a^541919.5 non-ICU19,90771.5 Unknown25319.1 In-patient19,52070.1 Out-patient580620.8 Unknown25319.1Patient age 0--20 years26279.4 21--40 years24718.9 41--60 years650723.4 61--80 years10,90139.1  ≥ 81 years467416.8 Unknown6772.4 Total27,857100^a^*ICU*= intensive care unit

Antimicrobial susceptibilities of isolates {#Sec8}
------------------------------------------

### Enterobacteriaceae {#Sec9}

Four species of Enterobacteriaceae were isolated from bloodspecimens, *E.coli*, *K.pneumoniae*, *E.cloacae,* and*S.marcescens*; most of these isolates (99,91,95, and 96%, respectively)were susceptible to amikacin, meropenem, and tigecycline. The most meropenem-resistant isolates were found in*K.pneumoniae,* with 8% of resistant isolates globally. A lower proportion of resistant isolates was found in *E.cloacae, S.marcescens,* and *E.coli,* with only 1.6,1.6, and 0.4% of the isolates, respectively. There were large differences in the occurrence of meropenem-resistant*K.pneumoniae*, which was highest in Africa (15.4%), followed by Europe, Asia, and Latin America (12.1,10.5, and 8.4%, respectively), and lowest in North America (2%) (Table [3](#Tab3){ref-type="table"}, Fig. [1](#Fig1){ref-type="fig"}).Table 3Antimicrobial susceptibility among Gram negative isolates including ESBL-producing strains from blood specimens collected between 2012 and 2016AfricaAsiaEuropeNorth AmericaLatin AmericaGlobalGlobalS%S%S%S%S%MIC~90~(mg/L)MIC range(mg/L)S%R%MIC~90~(mg/L)MIC range(mg/L)S%R%*E.coliE.coli,* all isolates*E.coli* ESBL isolates*N* = 47*N* = 396*N* = 3235*N* = 1487*N* = 187N = 5352*N* = 852Amikacin97.997.799.599.998.940.5--12899.40.280.5--6498.40.2Amoxy/clav48.972.070.178.164.7320.25--6472.110.1320.5--6448.614.4Ampicillin12.818.432.843.426.2640.5--6434.365.0641--640.699.4Cefepime57.559.682.088.873.8160.5--6481.813.1640.5--6413.964.7Ceftazidime63.870.086.591.679.181--3286.39.4321--3235.342.7Ceftriaxone48.949.878.887.467.4640.06--6478.421.0640.06--640.997.8Levofloxacin51.148.064.971.658.8160.008--1665.231.9160.008--1616.378.9Meropenem95.798.299.999.797.30.060.06--3299.60.40.120.06--1699.50.4Minocycline74.583.385.991.381.880.5--3287.07.480.5--3286.07.3Pip/taz80.995.092.797.494.480.06--25694.13.2160.06--25691.24.5Tigecycline10010099.999.91000.250.008--1699.90.040.50.008--21000.0*K.pneumoniaeK.pneumoniae,* all isolates*K.pneumoniae* ESBL isolates*N* = 52*N* = 276*N* = 1761*N* = 899*N* = 166N = 3154*N* = 659Amikacin84.690.296.799.496.480.5--12896.71.8160.5--12895.82.7Amoxy/clav25.066.760.890.959.0640.12--6469.218.8642--6419.640.2Ampicillin1.82.22.66.21.2640.5--643.585.16416--64099.9Cefepime34.666.765.093.357.2640.5--6472.323.4640.5--648.478.0Ceftazidime34.669.267.091.268.7321--3273.621.7321--3218.165.0Ceftriaxone21.262.762.590.654.2640.06--6469.429.8640.06--641.897.3Levofloxacin57.776.570.891.480.7160.008--1677.518.7160.03--1640.547.7Meropenem84.689.587.998.091.610.06--3291.18.080.06--3284.811.7Minocycline71.283.378.687.583.7160.5--3281.711.5160.5--3270.318.2Pip/taz55.880.876.794.177.12560.06--25681.715.02560.5--25659.629.1Tigecycline96.293.194.495.697.620.008--1694.80.720.008--1690.41.2*S.marcescensN* = 29*N* = 88*N* = 591*N* = 224*N* = 92N = 1024Amikacin100.096.699.0100.085.940.5--12897.90.9Amoxy/clav0.08.03.11.33.3640.5--643.092.4Ampicillin0.06.86.34.04.4640.5--645.587.3Cefepime89.785.296.698.780.410.5--6494.43.8Ceftazidime96.688.696.198.287.021--3295.13.8Ceftriaxone89.779.685.388.071.740.06--6484.311.8Levofloxacin100.094.395.896.089.110.008--1695.22.9Meropenem96.695.599.099.193.50.250.06--3298.11.6Minocycline100.088.690.494.288.040.5--3291.92.3Pip/taz100.089.894.197.390.280.06--25694.22.4Tigecycline96.695.597.097.893.520.03--1696.70.3*E.cloacae*N = 47*N* = 157*N* = 1084*N* = 404*N* = 132N = 1824Amikacin95.796.899.0100.097.040.5--12898.80.9Amoxy/clav2.11.93.73.01.5640.12--643.295.4Ampicillin4.33.26.84.54.6640.5--645.889.5Cefepime51.176.477.286.974.2160.5--6478.412.0Ceftazidime51.163.165.074.565.9321--3266.729.6Ceftriaxone40.459.259.770.560.6640.06--6461.636.2Levofloxacin91.587.985.894.686.440.008--1688.19.8Meropenem100.094.397.299.597.70.250.06--3297.61.6Minocycline85.184.186.086.988.680.5--3286.28.2Pip/taz78.775.276.381.779.61280.06--25677.711.5Tigecycline95.796.895.495.597.020.008--1695.70.8*P.aeruginosa*N = 29*N* = 150*N* = 1081*N* = 387*N* = 95N = 1739Amikacin96.695.394.397.988.480.5--12894.92.7Cefepime65.576.075.586.385.3160.5--6478.49.1Ceftazidime79.377.378.888.982.1321--3281.111.4Levofloxacin86.282.772.476.575.8160.015--1674.619.8Meropenem75.969.369.675.769.5160.06--3271.122.0Pip/taz82.878.078.386.885.3640.12--25680.77.9*A.baumannii*N = 32*N* = 123*N* = 424*N* = 118N = 52*N* = 749Amikacin31.343.137.074.628.91280.5--12843.149.1Cefepime12.527.624.154.215.4640.5--6428.365.7Ceftazidime15.635.027.150.023.1321--3231.264.2Ceftriaxone9.422.816.031.411.5640.06--6419.067.0Levofloxacin21.930.923.651.715.4160.008--1628.661.7Meropenem25.026.826.960.215.4320.06--3231.266.8Minocycline81.373.261.889.090.480.5--3270.88.8Pip/taz12.526.024.552.513.52560.06--25627.968.2Tigecycline20.008--4Abbreviations: *S%* percentage of susceptible isolates, *R%* percentage of resistant isolates, *MIC* minimum inhibitory concentration, *Amoxy/clav* Amoxicillin/clavulanic acid, *Pip/taz* Piperacillin/tazobactamFig. 1Distribution of multi-drug resistant (MDR) bacteria among isolates from blood specimen collected in various international regions. Percent on every column indicates percentage of resistant isolates in each region for each organism. ESBL, extended-spectrum β-lactamase; CARB-NS, cabapanem non-susceptibility; MRSA, methicillin-resistant *S. aureus*; VR, vancomycin resistant; PRSP, Penicillin-resistant *S. pneumoniae*

Susceptibility to cephalosporins(ceftriaxone,ceftazidime, and cefepime) was found in 78.4--86.3%, 69.4--73.6%, 61.6--78.4%, and 84.3--95.1% of isolates of*E.coli, K.pneumoniae, E.cloacae,* and *S.marcescens*, respectively. The most cephalosporin-susceptible organism was *S.marcescens,*whereas *K.pneumoniae* and *E.cloacae*were less susceptible. In the four species of Enterobacteriaceae, *E.coli, K.pneumoniae, E.cloacae,* and *S.marcescens*, susceptibility to piperacillin/tazobactam(pip/taz) and amoxicillin/clavulanic acid(amoxy/clav) was found in 94.1%/72.1, 81.7%/69.2, 77.2%/3.2, and 94.2%/3.0% of the isolates, respectively. The in vitro activity of pip/taz was lower against *K. pneumoniae* and *E. cloacae* than *E. coli* and *S .marcescens*. The activity of amoxy/clav against *E. coli* and *K. pneumoniae* was weak as compared to that of pip/taz*,* and it had almost no effect on *E. cloacae* and *S. marcescens* (Table [3](#Tab3){ref-type="table"})*.*

Minocycline was more active against the four Enterobacteriaceae with a similar susceptibility in 87.0, 81.7, 86.2, and 91.7% of the isolates of *E. coli, K .pneumoniae, E .cloacae,*and *S. marcescens,*respectively. The activity of levofloxacin was lowest against *E. coli*(65.2%) and highest against *S. marcescens*(95.2%) (Table [3](#Tab3){ref-type="table"}).

ESBL production was found in 15.9% of *E. coli* and 20.9% of *K. pneumoniae* isolates. Africa had the highest proportion of ESBL-producers, with 40.4%(19/47) and 55.8%(29/52) of *E. coli* and *K. pneumoniae* isolates, respectively, followed by Latin America(23.0%,43/187), Asia(22.7%,90/396), Europe(17.2%,555/3235), and North America(9.8%,145/1487) in *E. coli,*as well as Latin America(37.4%,62/166), Europe (26.2%,462/1761), Asia (16.3%,45/276), and North America(6.8%,61/899) in *K. pneumoniae*(Fig. [1](#Fig1){ref-type="fig"})*.*

Susceptibility to amikacin, meropenem, and tigecycline was found in more than 98.4% of ESBL-producing *E. coli* isolates, as well as in 95.8,84.8 and 90.4% of ESBL-producing *K.pneumoniae* isolates, respectively. Over than 86% of ESBL-producing *E. coli* isolates were susceptible to pip/taz and minocycline*,*but only 59.6--70.3% of ESBL-producing *K. pneumoniae.* Susceptibility to other antibiotics was observed in less than 50% of Enterobacteriaceae isolates (Table [3](#Tab3){ref-type="table"}).

### *A. baumannii* and *P. aeruginosa* {#Sec10}

Antibiotics exhibited a very poor activity against *A. baumannii.* The most active antibiotic was minocycline; 70.8% of *A. baumannii* isolates were susceptible. Susceptibility to meropenem was found in 31.2% of the isolates. The MIC~90~ of tigecycline was 2 μg/ml (Table [3](#Tab3){ref-type="table"}).

Amikacin was the most active antibiotic in *P. aeruginose,* i.e., 94.9% susceptible isolates*.* Susceptibility to ceftazidime and pip/taz was found in over 80% of the isolates. Susceptibility to other antibiotics was confirmed for over 70% of the isolates (Table [3](#Tab3){ref-type="table"}).

### *S. aureus* {#Sec300}

Almost all *S. aureus* isolates were susceptible to linezolid(100%), vancomycin(100%), and tigecycline(99.9%). The isolates were also highly susceptible to minocycline (98.8%). The lowest susceptibility in *S. aureus* was observed for penicillin; only14.7% of susceptible isolates (Table [4](#Tab4){ref-type="table"}). Moreover, the proportion of MRSA was 33.0% globally; it was highest in Asia with 46.6%, followed by North America(37.7%) and Latin America (34.2%), whereas the MRSA percentage was lower in Africa(32.6%) and Europe(28.9%) (Fig. [1](#Fig1){ref-type="fig"}).Table 4Antimicrobial susceptibility among Gram-positive isolates including multi-drug resistance(MDR) strains from blood specimens collected between 2012 and 2016AfricaAsiaEuropeNorth AmericaLatin AmericaGlobalGlobalS%S%S%S%S%MIC~90~(mg/L)MIC range(mg/L)S%R%MIC~90~(mg/L)MIC range(mg/L)S%R%*S.aureusS.aureus*, all isolatesMRSA*N* = 43*N* = 298*N* = 2008*N* = 814*N* = 161N = 3324*N* = 1096Levofloxacin65.157.469.367.377.0160.06--6468.130.2640.06--6421.975.6Linezolid100.0100.0100.0100.0100.020.5--4100.00.020.5--4100.00.0Minocycline83.797.399.598.3100.00.250.25--1698.80.10.50.25--1697.50.1Penicillin2.36.015.916.68.1160.06--1614.785.4160.12--160.199.9Tigecycline10099.7100.0100.0100.00.120.008--199.90.00.250.015--199.90.0Vancomycin100.0100.0100.0100.0100.010.12--2100.00.010.12--2100.00.0*E.faecalisE.faecalis*, all isolatesVR *E.faecalisN* = 26*N* = 99*N* = 910*N* = 406*N* = 86N = 1527N = 22Ampicillin100.096.098.999.896.510.06--3298.81.2320.5--3286.413.6Levofloxacin69.270.768.673.481.4640.06--6470.728.5640.5--6413.686.4Linezolid100.097.0100.0100.097.720.5--899.70.120.5--2100.00.0Minocycline30.835.436.835.238.480.25--1636.36.380.25--827.30.0Penicillin100.095.098.899.896.540.06--1698.71.3162--1686.413.6Tigecycline100.0100.099.9100.0100.00.120.008--0.5100.00.00.120.03--0.12100.00.0Vancomycin96.298.099.096.698.820.12--6498.21.46432--640.0100.0*E.faeciumE.faecium*, all isolatesVR *E.faecium*N = 9N = 89*N* = 603*N* = 268N = 31N = 1000N = 276Ampicillin11.112.411.114.26.5320.06--3211.988.1324--320.799.3Levofloxacin22.29.09.812.312.9640.06--6410.687.0648--640.0100.0Linezolid100.0100.099.798.8100.020.5--899.50.220.5--898.90.4Minocycline88.947.270.259.080.780.25--1665.66.280.25--1658.76.2Penicillin11.114.613.112.76.5160.06--1612.987.1164--161.598.6Tigecycline100.0100.099.598.9100.00.120.008--199.40.00.120.008--198.90.0Vancomycin66.778.787.138.141.9640.12--6471.627.66432--640.0100.0*S.pneumoniaeS.pneumoniae*, all isolatesPR *S.pneumoniaeN* = 23*N* = 66*N* = 1248*N* = 553*N* = 93N = 1983*N* = 178Amoxy/clav91.395.598.096.293.610.03--1697.11.180.03--1668.511.8Azithromycin69.638.181.163.044.6640.03--51272.726.01280.03--51228.769.0Ceftriaxone100.094.098.799.098.90.50.03--898.60.120.03--886.01.1Clarithromycin69.639.780.963.069.61280.015--12873.926.01280.015--12830.569.0Clindamycin78.361.985.387.479.41280.015--12884.714.81280.015--12853.545.4Erythromycin69.639.780.863.669.6640.015--12874.025.81280.015--12829.969.0Levofloxacin100.098.599.699.698.910.06--1699.60.410.12--1699.40.6Linezolid100.0100.0100.0100.0100.010.5--2100.00.010.5--2100.00.0Meropenem81.060.689.787.086.00.50.12--887.87.110.12--83.470.8Minocycline73.937.977.583.769.940.25--1677.516.880.25--1646.145.0Penicillin69.634.970.469.855.910.06--1668.39.042--160.0100.0Tigecycline100.098.599.899.5100.00.030.008--499.70.00.030.008--0.12100.00.0Vancomycin100.0100.0100.0100.0100.00.50.12--1100.00.00.50.12--1100.00.0*S.agalactiae*N = 8*N* = 64*N* = 505*N* = 373N = 32N = 982Ampicillin100.0100.0100.0100.0100.00.120.06--0.25100.00.0Ceftriaxone100.0100.0100.0100.0100.00.120.03--0.5100.00.0Levofloxacin100.095.398.296.587.510.06--6497.12.7Linezolid100.0100.0100.0100.0100.010.5--2100.00.0Meropenem100.0100.0100.0100.0100.00.120.12--0.5100.00.0Minocycline12.520.317.822.050.0160.25--1620.662.7Penicillin100.0100.0100.0100.0100.00.120.06--0.12100.00.0Tigecycline100.096.999.8100.0100.00.060.008--499.70.0Vancomycin100.0100.0100.0100.0100.00.50.12--1100.00.0Abbreviations: *S%* percentage of susceptible isolates, *R%* percentage of resistant isolates, *MIC* minimum inhibitory concentration, *Amoxy/clav* Amoxicillin/clavulanic acid

### *E. faecalis* and *E. faecium* {#Sec11}

In this study*, E. faecalis was* susceptible to five (penicillin, ampicillin, tigecycline, linezolid, and vancomycin) out of seven antibiotics at a rate of ≥98%. The susceptibility of *E. faecium* was 99.4 and 99.5% to tigecycline and linezolid, respectively, but only 12.9 and 11.9% to penicillin and ampicillin, respectively. The susceptibility of *E. faecium* to vancomycin was 71.6, and 70.7% of *E. faecalis* and 10.6% of *E .faecium* isolates were susceptible to levofloxacin. Further, 36.3% of *E. faecalis* and 65.6% of *E.faecium* isolates were susceptible to minocycline (Table [4](#Tab4){ref-type="table"}).

The isolate rates of vancomycin-resistant *E. faecalis*(VR *E. faecalis*) and *E. faecium*(VR *E. faecium*) were 1.4 and 27.6%, respectively. Most VR E. *faecium* isolates were collected in North America and Latin America with isolate rate of 61.6 and 58.1%, respectively (Fig. [1](#Fig1){ref-type="fig"}). Tigecycline and linezolid were active against 98.9% of VR E. *faecium*.

### *S. pneumoniae* {#Sec12}

No linezolid- or vancomycin-resistant isolates were found in our study. Over than 97% susceptibility was observed for tigecycline, levofloxacin, ceftriaxone, and amoxy/clav. Susceptibility to clindamycin was 84.7%, which was higher than that to macrolides, including erythromycin,clarithromycin and azithromycin with similar susceptibility(72.7--74.0%). Meropenem and minocycline were active in 87.8 and 77.5% of the isolates, respectively (Table [4](#Tab4){ref-type="table"}).

The lowest susceptibility among all antibiotics was observed for penicillin with 68.3% of susceptible isolates. The global rate for penicillin-resistant *S. pneumoniae* (PRSP) isolates was 9.0% in globally; regionly, it was 25.8% in Asia,13.0% in Africa,11.8% in Latin America, 9.6% in North America and 7.5% in Europe (Fig. [1](#Fig1){ref-type="fig"}).The activity of many antibiotics decreased in PRSP. The rate of isolates susceptible to macrolides decreased to 28.7--30.5% and clindamycin, meropenem, and minocycline were reduced to 53.5, 3.4 and 46.1%, respectively. However, 100% susceptibility was observed for linezolid, vancomycin, tigecycline, and levofloxacin (Table [4](#Tab4){ref-type="table"}).

### *S. agalactiae* {#Sec13}

The proportion of antimicrobial-susceptible*S. agalactiae* isolates was higher than 97%, except for minocycline with 20.6% of susceptible isolates*.* A susceptibility of 100% was found for penicillin, ampicillin, linezolid, meropenem, and vancomycin (Table [4](#Tab4){ref-type="table"}).

### Variations insusceptibility between the major world regions {#Sec14}

Antibiotics with a global susceptibility rate of less than 90% were selected and the ones with the lowest susceptibility rate in two regions were marked. The occurrence of each region due to the marked antibiotics reflected the situation of antimicrobial resistance in this region (Table [5](#Tab5){ref-type="table"}). Africa was the region with the most occurrences of marked antibiotics, 38 times and at the proportion of 34.2%, followed by Latin America (27,24.3%) and Asia(26,23.4%). The proportion was less than 12% for Europe and North America.Table 5Occurrence of every regions with low susceptibility to antibiotics in major blood-borne pathogens (%)bacterialnumber of antibiotics^a^ × 2AfricaAsiaEuropeNorth AmericaLatin America*E. coli*147 (50.0)4 (28.6)0 (0.0)0 (0.0)3 (14.3)*K .pneumoniae*168 (50.0)0 (0.0)3 (18.8)0 (0.0)5 (31.3)*S. marcescens*62 (33.1)1 (16.7)0 (0.0)2 (33.3)1 (16.7)*E. cloacae*165 (31.3)6 (37.5)2 (12.5)0 (0.0)3 (18.8)*P. aeruginosa*101 (10.0)3 (30.0)4 (40.0)0 (0.0)2 (20.0)*A. baumannii*167 (43.8)1 (6.3)1 (6.3)0 (0.0)7 (43.8)*S. aureus*42 (50.0)2 (50.0)0 (0.0)0 (0.0)0 (0.0)*E. faecalis*42 (50.0)0 (25.0)1 (25.0)1 (25.0)0 (0.0)*E. faecium*11^b^2^b^(18.2)2 (18.2)2^b^(18.2)2 (18.2)3 (27.3)*S. pneumoniae*142 (14.3)7 (50.0)0 (0.0)2 (14.3)3 (21.4)Total11138 (34.2)26 (23.4)13 (11.7)7 (6.3)27 (24.3)^a^ There were antibiotics with a global susceptibility of less than 90%^b^ Same susceptibility in Africa and Europe of ampicillin to *E. faecium*

Discussion {#Sec15}
==========

Bacteria isolated from blood are typically the causative agents for a circulatory system infection or a local infection(e.g., the special respiratory system) \[[@CR6]\], and they often indicate poor prognosis \[[@CR7]\]. Therefore, bacteria isolated from blood are important for physicians and studies on pathogenic bacteria and their resistance to antibiotics have a great practical significance and a high clinical value.

Bacterial species isolated from blood specimens in our study were common pathogens of community-acquired and hospital-acquired bloodstream infection \[[@CR8], [@CR9]\]. The patients were mostly from non-ICU departments and had the highest proportion in elderly patients 61--80 years of age. A surveillance program performed for 18 years by a large hospital of Malawi in Africa pathogens from bloodstream infections \[[@CR8]\] found that the organisms causing differed with the age. Except for children below 4 years of age, bacterial infections were likely to be caused by *Salmonella typhimurium*, *Salmonella enteritidis*,*S. pneumoniae,* and yeast in adults of less than 60 years old of age. Morbidity in bloodstream infections caused by Enterobacteriaceae(such as *E. coli* or *K. pneumoniae)* and *S. aureus* increased with the age and occurred most frequently in elderly people ≥60 years old of age. In this investigation,the proportion of Enterobacteriaceae and *S. aureus* was 52.7% and the trend of the occurrence of the infection increased with age; these observations are in agreement with the findings in the study from Africa.

The high activities determined for amikacin, meropenem, and tigecycline against Enterobacteriaceae from blood samples in our study indicated that these antibiotics can be used as the first choice in the empirical treatment of clinical bloodstram infections caused by Enterobacteriaceae.

Low in vitro activity was observed for cephalosporin and pip/taz against *K. pneumonia*. ESBL production was higher in *K. pneumoniae* than in *E. coli* (20.9% vs. 15.9%). Meropenem resistance found globally in 8% of *K. pneumoniae*, far exceeds that in other Enterobacteriaceae. These results indicated that the lower activity of cephalosporins and pip/taz against *K. pneumoniae* is related to the production of ESBL and carbapenemases.

ESBL was the main reason for *E. coli* and *K. pneumoniae* resistance against the third and fourth generation of cephalosporins because of the hydrolytic activity \[[@CR10]\]. Production of ESBL monitored by many large disease surveillance organizations. In this study, the production of ESBL in *E. coli* and *K. pneumoniae* were 22.7%/16.3%, 23.0%/37.4% and 9.8%/6.8% in Asia, Latin America, and North America, respectively. The data from the 2011--2014 SENTRY surveillance, ESBL in *E. coli* and *K. pneumoniae* in Asia-Pacific \[[@CR11]\], Latin America \[[@CR12]\], and the USA \[[@CR13]\] were 60%/47%,37.7%/57.3%, and 11.1%/20.4%, respectively, which was higher than the data in our study. In a meta- analysis from West Africa \[[@CR14]\], ESBL in *E. coli* and *K. pneumoniae* were11.9 and 24.2%, respectively, which was less than 40.4 and 55.8% in our study. In a report of the TEST study between 2004 and 2013 \[[@CR15]\], ESBL of *E. coli* and *K. pneumoniae* were 14.0 and 20.4% globally, similar to 15.9 and 20.9%, respectively, in our study. Different procedures implemented by different organizations involved in various surveillance programs lead to disparities in surveillance data specific for each region. It is critical to organize very active surveillance stations and collect accurate data to assess the true status of antimicrobial resistance in a local area.

Carbapenemases cause carbapenem resistance in Enterobacteriaceae \[[@CR16]\]. *K. pneumoniae* carbapenemases(KPC) and metallo-β-lactamases(MBL)are common epidemic carbapenemases. KPC is reportedly prevalent in Latin-America, Europe and the Middle-East and the MBL is also prevalent in Europe and Asia \[[@CR16]\]. No article has mentioned an increase of carbapenemases in Africa, but we found the highest rate of non-susceptibility to carbapenem(15.4%) in Africa. The number of participating centers and the collected strains were minimal in Africa(8 centers; 47*E. coli* and 52 *K. pneumoniae* isolates) as compared to other regions. There is a high probability that specific data by a single center can lead to a resistance rate increase that is not representative for the entire continent. Another reason was that we could not acquire correct information is the rarity of reports from Africa. To enhance the surveillance of bacterial resistance in developing regions is imperative for future infectious disease management. Non-susceptibility of meropenem against *K. pneumoniae* was 8.4 and 10.5% in Latin America and Asia, respectively, in our study, which is similar to the results of SENTRY \[[@CR11], [@CR12]\]. However, there is a large difference between our data for North America(2.0%) and the SENTRY data for this region (10.8%) \[[@CR13]\].

Similar results were obtained on the susceptibility of cephalosporins and pip/taz to *E. cloacae* comparing our results to the SENTRY report \[[@CR12]\]; 61.6--78.4% of cephalosporin-susceptible *E. cloacae* indicated the prudent use of cephalosporins in *E. cloacae* bacteremia. The results of our antimicrobial susceptible tests should be used as a reference. For *S. marcescens* bacteremia*,* there are several antibiotics available for empirical antibiotic treatment.

High in vitro activity was observed for minocycline against Enterobacteriaceae, but it was lower against ESBL-producing *K. pneumoniae.* Poor levofloxacin susceptibility exists in *E. coli* and *K. pneumoniae* (65.2 and 77.5%, respectively), which is worse in ESBL-producing *E. coli* and *K. pneumoniae*(16.3 and 40.5%, respectively),but better in *E. cloacae* and *S. marcescens*(88.1 and 95.2%, respectively). Thus, levofloxacin could be used to treat bacteremia caused by *E. cloacae* or *S. marcescens,* but not in bacteremia caused by *E. coli* or *K. pneumoniae.*

Susceptibility to carbapenem in *A.baumannii* has also been closely monitored. Consistency has been demonstrated by a 31.2% of susceptibility in this investigation and less than 30% from SENTRY \[[@CR12]\] and SMART \[[@CR17]\] in Latin America. The clinical effect of carbapenem against *A. baumannii* is very limited because the epidemic caused by the global emergence of multi-drug resistant(MDR) isolates. The separation rate of MDR *A. baumannii* between 2004 and 2014 was calculated by Anna et al. \[[@CR18]\]. The result was 44.3% globally and up to 60--70% in Latin America, Middle-East, and Africa. Strong resistance is challenging for clinical disease management. The emergence of MDR *A. baumannii* in bloodstream infections significantly increased the mortality in patients \[[@CR19]\]. Only minocycline has a better activity against *A. baumannii* in our study(70.8% susceptible isolates), which was similar to that in the SENTRY report (79.1%) \[[@CR20]\]. The meta-analysis by Lashinskyet al. \[[@CR21]\] on several clinical investigations found that the treatment success rate of minocycline single and combination on *A. baumannii* was 78.2%,verifying the recommendation to use minocycline treatment for an infection caused by *A. baumannii.*

The susceptibility for six antibiotics by *P. aeruginosa* were 71.1--94.9% globally, and 66.7--91.7% and 54.4--75.4% in Asia and Latin America, respectively, which was higher than TEST result (63.9--90.2%) of 2004--2013 \[[@CR15]\] for all specimen globally collected, and the SENTRY result for Asia-Pacific(66.7--91.7%) \[[@CR11]\] and Latin America(54.4--75.4%) \[[@CR22]\] in 2011. *P. aeruginose* isolated from blood may be more susceptible to common antibiotics than the specimens collected from other body sites.

Best in vitro activity was found for linezolid, vancomycin, tigecycline and minocycline against *S. aureus*. Very poor penicillin-susceptibility was observed for *S. aureus,* only 14.7%, which was in accordance with several other investigations \[[@CR15], [@CR23]\]. The rate of 33.0% MRSA isolates in globally of our study agreed with 40.2% in the TEST report for 2004--2013 \[[@CR15]\]. The isolate rates of MRSA in Asia-Pacific \[[@CR11]\], Latin America \[[@CR12]\], and the USA \[[@CR13]\] were 37,44.7, and 53.1% in the SENTRY surveillance report. In a comparison with our study, the rate for the USA was higher than that for North America(37.7%), whereas the Asia-Pacific rate was lower than the Asia rate (46.6%). A meta- analysis on *S. aureus* in Africa summarized by Matthew \[[@CR24]\] found \<50% separation of MRSA, which is a smaller difference to our study. Further, 21.2% isolation of MRSA by the EARS-Net surveillance network in Europe is close to 28.9% in our study.

In our investigation, the susceptibility to primary drugs was significantly lower in *E. faecium* than in *E. faecalis,*except for linezolid, tigecycline and minocycline. High resistance levels are a complication during infection treatment. Resistance to vancomycin was significantly higher in *E. faecium* (27.6%) than in *E. faecalis*(1.4%). In VR E. *faecium,* it increased to 61.6 and 58.1% in North America and Latin America, respectively, which is in accordance with the result for the USA (74.7%)\[13\] and Latin America(50.3%) \[[@CR12]\] in the SENTRY surveillance report.

The global occurrence rate of PRSP was 9.0%, and 25.8,13.0,11.8,7.5, and 9.6% in Asia, Africa, Latin America, Europe, and North America, respectively, which was lower than the TEST data from 2009 to 2012(14.4% globally; and 33.1,32.3,15.1,10.1, and 16.3% in the respective regions) \[[@CR25]\]. The difference may be linked to the source specimens used for recovering the isolates. Isolates from blood may be more susceptible than these from other body sites. The same situation may apply to other antibiotics. Susceptilbility to macrolides, clindamycin, meropenem and minocycline was 47.5--47.9, 70.2, 83.4, and 51.7%, respectively, in the TEST study from 2009 to 2012 \[[@CR25]\], which was significantly less than these in our study. The resistance is higher against many antibiotics in PRSP as compared to that in *S. pneumoniae*, which has been verified by other investigations \[[@CR26]\]. The highest activity was determined for linezolid, vancomycin, tigecycline, and levofloxacin irrespective of the resistance against penicillin.

Many research groups investigated and monitored the emergence of macrolide resistance in *S.agalactiae.* A resistance level of even less than 20% is serious for *S.agalactiae,* which is still susceptible to almost all antibiotics \[[@CR27], [@CR28]\]. It is very unfortunate that we did not detect the activity of macrolides in our study. *S. agalactiae* is fully susceptible to penicillin, which is critical for decolonization management in pregnant women and infections in other patients. However, the resistance to penicillin is emerging. In a study on *S.agalactiae* isolates from 2012 by Crespo et al. \[[@CR28]\], 2% of penicillin-resistant *S. agalactiae* were detected. The mechanism of penicillin resistance in *S.agalactiae* is related to changes in penicillin-binding proteins(PBPs) \[[@CR29]\], based on an investigation of resistant strains isolated from cattle.

Tigecycline has the highest in vitro activity against bacteria recovered from blood. Susceptibility to tigecycline in Gram-positive bacteria, including MRSA, VR E. *faecalis,* and PRSP, was above 99.4, except for VR E. *faecium* (98.9%)*.* In Gram-negative bacteria, the susceptibility was high in *E. coli*, and more than 95% in *S. marcescens* and *E. cloacae,* but lower in *K. pneumoniae*(94.8%) and ESBL-producing *K. pneumoniae*(90.4%). Tigecycline was the only antibiotic with over 90% susceptibility in all major pathogens(except for *P.aeruginosa* because of its natural resistance) isolated from blood. High susceptibility values and the difference in various organisms were similar in the SENTRY report from 2016 \[[@CR30]\], indicating the reliability of our results and the stability in the efficacy of tigecycline.

The data in Table [5](#Tab5){ref-type="table"} show that Africa, Asia and Latin America have a serious problem with antimicrobial resistance. There is a higher probability for the people in these regions that they have acquired an antibiotic-resistant organism if they fall ill with a bloodstream infection. Both difficult clinical management and high mortality increase the hardship. Hence, it is imperative to implement rational usage guidelines for antibacterial agents to reduce the occurrence and control the spread of antimicrobial-resistant bacteria globally and especially in the developing countries.

Conclusion {#Sec16}
==========

In our study, tigecycline was the only antibiotic associated with susceptibility in over 90% of all major pathogen isolates collected from blood specimens. In the comparison that included all world regions, the occurrence of antimicrobial-resistant bacteria was higher in Africa, Asia and Latin America than in Europe and North America. Therefore, reinforcement of the surveillance is important in all regions,but it is very critical in developing countries.
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:   *K. pneumonia* carbapenemases

MBL

:   Metallo-β-lactamases

MDR

:   Multi-drugs resistance

MIC

:   Minimum inhibitory concentration

MRSA

:   Methicillin-resistance *S. aureus*

PBP

:   Penicillin-binding protein

PRSP

:   Penicillin-resistance *S.pneumoniae*

TEST

:   Tigecycline Evaluation and Surveillance Trail

VR

:   Vancomycin resistant

The authors would like to acknowledge and thank all T.E.S.T investigators and laboratories for their participation in the study, as well as the staff at IHMA for the coordination of T.E.S.T. and at Pfizer for the involvement in study design and the decision to submit this article for publication.

Funding {#FPar1}
=======

This study was sponsored by Pfizer, Inc., providing funds for designing the study, performing the tests and managing the data.

Availability of data and materials {#FPar2}
==================================

The dataset supporting the conclusions of this article is available from the corresponding author on reasonable request.

ZZ and MC participated in data collection and interpretation. ZZ wrote the manuscript. YL and PS reviewed the manuscript. YY was involved in the data interpretation and drafting the manuscript. All authors read and approved the final manuscript.

Ethics approval and consent to participate {#FPar3}
==========================================

Not applicable.

Consent for publication {#FPar4}
=======================

Not applicable.

Competing interests {#FPar5}
===================

ZZ, MC and YL declare no competing interests. YY and PS are employees of Pfizer, Inc.

Publisher's Note {#FPar6}
================

Springer Nature remains neutral with regard to jurisdictional claims in published maps and institutional affiliations.
